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□ Reverse complemented Strand Features: QSNP QCDD 13 
□ l: NM_153618 . Reports Homo sapiens sema...[gi:24234740] Links 

Jump to Comiuent Features Sequence 

LOCUS NM_153618 6109 bp mRNA linear PRI 17-OCT-2005 

DEFINITION Homo sapiens sema domain, transmembrane domain (TM) , and 

cytoplasmic domain, (semaphorin) 6P (SEMA6D) , transcript variant 4, 

mRNA. 

ACCESSION NM__153618 

VERSION NM_153618.1 GI: 24234740 

KEYWORDS 

SOURCE Homo sapiens (human) 

ORGANISM Homo sapiens 

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi; 
Mammalia; Eutheria; Euarchontoglires; Primates; Catarrhini; 
Hominidae; Homo. 
REFERENCE 1 (bases 1 to 6109) 

AUTHORS Toyof uku ,T. , Zhang , H . , Kumanogoh , A . , Takegahara , N . , Suto , F . , 

Kamei,J., Aoki,K., yabuki,M., Hori,M., Fujisawa,H. and Kikutani,H. 
TITLE Dual roles of Sema6D in cardiac morphogenesis through 

region-specific association of its receptor, Plexin-Al, with 
off-track and vascular endothelial growth factor receptor type 2 
JOURNAL Genes Dev. 18 (4) , 435-447 (2004) 
PUBMED 14977921 
REFERENCE 2 (bases 1 to 6109) 

AUTHORS Qu,X., Wei,H., Zhai,Y., Que,H., Chen,Q., Tang, P., Wu,y., Xing,G., 

Zhu,Y., Liu,S., Fan,M. and He,F. 
TITLE Identification, characterization, and functional study of the two 

novel human members of the semaphorin gene family 
JOURNAL J. Biol. Chem. 277 (38), 35574-35585 (2002) 
PUBMED 12110693 

REMARK GeneRIF: identification, characterization, and functional study of 
the two novel human members of the semaphorin gene family 
REFERENCE 3 (bases 1 to 6109) 

AUTHORS He,Z., Wang,K.C., Koprivica, V . , Ming,G. and Song, H.J. 

TITLE Knowing how to navigate: mechanisms of semaphorin signaling in the 

nervous system 
JOURNAL (er) Sci. STKE 2002 (119), REl (2002) 

PUBMED 11842242 
REMARK Review article 
COMMENT REVIEWED REFSEQ : This record has been curated by NCBI staff. The 

reference sequence was derived from AF389429.1. 



Summary: Semaphorins are a large family, including both secreted 
and membrane associated proteins, many of which have been 
implicated as inhibitors or chemorepellents in axon pathfinding, 
fasciculation and branching, and target selection. All semaphorins 
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possess a semaphorin (Sema) domain and a PSI domain (found in 
plexins, semaphorins and integrins) in the N- terminal extracellular 
portion. Additional sequence motifs C- terminal to the semaphorin 
domain allow classification into distinct subfamilies. Results 
demonstrate that transmembrane semaphorins, like the secreted ones, 
can act as repulsive axon guidance cues. This gene encodes a class 
6 vertebrate transmembrane semaphorin that demonstrates alternative 
splicing. Six transcript variants have been identified and 
expression of the distinct encoded isoforms is thought to be 
regulated in a tissue- and development -dependent manner. 

Transcript Variant: This variant (4) is the longest transcript and 
encodes the longest isoform (4) . 
COMPLETENESS: complete on the 3' end. 
FEATURES Location/Qualif iers 

source 1 . . 6109 

/organism="Homo sapiens" 
/ mo l_t ype = " mRNA " 
/db_xref = " taxon : 9606 " 
/chromosome= " 15 " 
/map="15q21.1" 
gene 1 . . 6109 

/gene="SEMA6D" 

/not e=" synonyms: FLJ11598, KIAA1479" 
/ db_xr e f = " Gene I D : 80031 " 
/ db_xr e f = " HGNC : 16770 " 
/ db_xr e f = " HPRD : 10221 " 
/db_xref = "MIM : 609295 " 
CDS 440. .3661 

/gene="SEMA6D" 

/go component = " membrane ; nucleus" 

/go f unction=" DNA binding ; receptor activity " 

/go process=" development " 

/note=" isoform 4 precursor is encoded by transcript 
variant 4" 

/ codon_start=l 

/product=" semaphorin 6D isoform 4 precursor" 

/protein_id= " NP 705871.1 " 

/db_xref="GI : 24234741" 

/ db_xr e f = " Gene ID : 80031 " 

/ db_xr e f = " HGNC : 16770 " 

/db_xref = "HPRD ; 10221 " 

/db^xref = "MIM : 609295 " 

/translation="MRVFLLCAYILLLMVSQLRAVSFPEDDEPLNTVDYHYSRQYPVF 
RGRPSGNESQHRLDFQLMLKIRDTLYIAGRDQVYTVNLNEMPKTEVIPNKKLTWRSRQ 
QDRENCAMKGKHKDECHNFIKVFVPRNDEMVFVCGTNAFNPMCRYYRLSTLEYDGEEI 
SGLARCPFDARQTNVALFADGKLYSATVADFLASDAVIYRSMGDGSALRTIKYDSKWI 
KEPHFLHAIEYGNYVYFFFREIAVEHNNLGKAVYSRVARICKNDMGGSQRVLEKHWTS 
FLKARLNCSVPGDSFFYFDVLQSITDIIQINGIPTWGVFTTQLNSIPGSAVCAFSMD 
DIEKVFKGRFKEQKTPDSVWTAVPEDKVPKPRPGCCAKHGLAEAYKTSIDFPDETLSF 
IKSHPLMDSAVPPIADEPWFTKTRVRYRLTAISVDHSAGPYQNYTVIFVGSEAGMVLK 
VLAKTSPFSLNDSVLLEEIEAYNHAKCSAENEEDKKVISLQLDKDHHALYVAFSSCII 
RIPLSRCERYGSCKKSCIASRDPYCGWLSQGSCGRVTPGMLAEGYEQDTEFGNTAHLG 
DCHEILPTSTTPDYKIFGGPTSDMEVSSSSVTTMASIPEITPKVIDTWRPKLTSSRKF 
WQDDPNTSDFTDPLSGIPKGVRWEVQSGESNQMVHMNVLITCVFAAFVLGAFIAGVA 
VYCYRDMFVRKNRKIHKDAESAQSCTDSSGSFAKLNGLFDSPVKEYQQNIDSPKLYSN 
LLTSRKELPPNGDTKSMVMDHRGQPPELAALPTPESTPVLHQKTLQAMKSHSEKAHGH 
GASRKETPQFFPSSPPPHSPLSHGHIPSAIVLPNATHDYNTSFSNSNAHKAEKKLQNI 
DHPLTKSSSKRDHRRSVDSRNTLNDLLKHLNDPNSNPKAIMGDIQMAHQNLMLDPMGS 
MSEVPPKVPNREASLYSPPSTLPRNSPTKRVDVPTTPGVPMTSLERQRGYHKNSSQRH 
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siq peptide 
matpeptide 

STS 
STS 

STS 



STS 



STS 



polyA signal 
polyA_site 



SrSAMPKNLNSPNGVLLSRQPSMNRGGYMPTPTGAKVDYIQGTPVSVHLQPSLSRQSS 

YTSNGTLPRTGLKRTPSLKPDVPPKPSFVPQTPSVRPLNKYTY" 

440. .502 

/gene="SEMA6D" 

503. .3658 

/gene="SEMA6D" 

/product="semaphorin 6D isoform 4" 

3374. .4125 

/gene="SEMA6D" 

/standard_name= "SEMA6D_1632 " 

/db_xref = "UniSTS : 277703 " 

3835. .3949 

/gene="SEMA6D" 

/ s t anda r d_name ="D15S1188" 

/ db__xr e f = " Uni STS : 50075 " 

4200. .4390 

/gene="SEMA6D" 

/ s t andar d_name = " D 1 5 S 1 2 3 " 

/db_xref = "UniSTS : 13933" 

4210,. 4377 

/gene="SEMA6D" 

/standard_name="AFM2 05yel" 

/ db_xr e f = " Uni S TS : 89364 " 

5895. .6072 

/gene="SEMA6D" 

/ s t anda r d_name ="D15S1223" 

/db_xref = "UniSTS : 40661 " 

6077. .6082 

/gene="SEiyiA6D" 

6099 

/gene="SEMA6D" 

/experiment= "experimental evidence, no additional details 
recorded" 



ORIGIN 

1 
61 
121 
181 
241 
301 
361 
421 
481 
541 
601 
661 
721 
781 
841 
901 
961 
1021 
1081 
1141 
1201 
1261 
1321 
1381 
1441 
1501 



gcggccgctt 
gggcccggag 
gccgctctac 
gtcttggaca 
atctccccat 
ctccggcaac 
tggcaggggc 
gacttcacct 
ggtttcccag 
ctatcactat 
gcacaggctg 
ggatcaagtt 
gaaactgaca 
taaagatgaa 
tgtttgtggt 
atatgatggg 
tgttgccctc 
cgatgccgtt 
ttccaaatgg 
tttcttcttt 
cgtggcccgc 
gacttcattt 
tgatgttctg 
ggtgtttacc 
tgacattgaa 
gacagcagtt 



cccaccgtcc 
cagcccaccg 
ccagcaactt 
gggtctccgc 
caattatgga 
gagaggcgtt 
atggtgagga 
tggcccacca 
ttgagggcag 
tcaaggcaat 
gactttcagc 
tatacagtaa 
tggcgatcaa 
tgccacaact 
accaatgcat 
gaagaaatta 
tttgctgatg 
atttatcgaa 
ataaaagagc 
cgagaaatcg 
atatgtaaaa 
ctaaaggctc 
cagtctatta 
acgcagctca 
aaagtattca 
cccgaagaca 



ctctcccctt 
gccaccccac 
tccgtgcttt 
caggcgacaa 
tggaaacaaa 
ctgcagccgg 
ggaaggtagc 
tgagggtctt 
tcagctttcc 
atccggtttt 
tgatgttgaa 
acttaaatga 
gacaacagga 
ttatcaaagt 
tcaatcccat 
gtggcctggc 
ggaagctgta 
gcatgggtga 
cacactttct 
ctgtcgaaca 
acgacatggg 
ggctgaactg 
cagacataat 
atagcatccc 
aaggacggtt 
aagtgccaaa 



actggcagag 
cgcccacccg 
gttccccgac 
gagctcggtg 
taaggaagag 
gagggagccg 
tcagtggcat 
cctgctttgt 
tgaagatgat 
tagaggacgc 
aattcgagac 
aatgcccaaa 
tcgagaaaac 
atttgttcca 
gtgtagatac 
aagatgccca 
ttctgccaca 
tggatctgcc 
tcatgccata 
taataattta 
tggttcccag 
ttctgtccct 
acaaatcaat 
tggttctgct 
taaggaacag 
gccaaggcct 



cgcgctgcgg 
gctcccggtg 
tggaaatgct 
ctgagatgtg 
tcaattttgc 
ccgctcgcgc 
ttctgagcag 
gcctacatac 
gaacccctta 
ccttcaggca 
acactttata 
acagaagtaa 
tgtgctatga 
agaaacgatg 
tacaggttga 
tttgatgcca 
gtggctgact 
cttcgcacaa 
gaatatggaa 
ggcaaggctg 
cgggtcctgg 
ggagattcgt 
ggcatcccca 
gtctgtgcat 
aaaactccag 
ggctgttgtg 



gcggactccc 
tctcctcccg 
ttacggaagc 
ttacgttctc 
tgagcccctt 
cggcagccgc 
gggccaccct 
tgctgctgat 
atactgtcga 
atgaatcgca 
ttgctggcag 
tacccaacaa 
aaggcaagca 
agatggtttt 
gtaccttaga 
gacaaaccaa 
tcttggccag 
taaaatatga 
actatgtcta 
tgtattcccg 
agaaacactg 
ttttctactt 
ctgtggtcgg 
ttagcatgga 
attctgtttg 
caaaacacgg 
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1561 ccttgccgaa gcttataaaa cctccatcga 
1621 atctcatccc ctgatggact ctgccgttcc 
1681 gactcgggtc aggtacagac tgacggccat 
1741 gaactacaca gtcatctttg ttggctctga 
1801 gaccagtcct ttctctttga acgacagcgt 
1861 tgcaaagtgc agtgctgaga atgaggaaga 
1921 agatcaccac gctttatatg tggcgttctc 
1981 ctgtgagcgt tatggatcat gtaaaaagtc 

2 041 ctggttaagc cagggatcct gtggtagagt 
2101 acaagacaca gaattcggca acacagctca 
2161 ttcaactaca ccagattaca aaatatttgg 
2221 atcttctgtt accacaatgg caagtatccc 
2281 gagacctaaa ctgacaagct ctcggaaatt 
2341 ttttactgat cctttatcgg gtatcccaaa 
2401 gtccaaccag atggtccaca tgaatgtcct 
2461 gggggcattc attgcaggtg tggcagtata 
2521 cagaaagatc cataaagatg cagagtccgc 
2581 tgccaaactg aatggtctct ttgacagccc 
2641 tcctaaactg tatagtaacc tgctaaccag 
2701 taaatccatg gtaatggacc atcgagggca 
2761 tgagtctaca cccgtgcttc accagaagac 
2821 ggcccatggc catggagctt caaggaaaga 
2881 acctcattcc ccattaagtc atgggcatat 
2941 ccatgactac aacacgtctt tctcaaactc 
3001 aaacattgat caccctctca caaagtcatc 

3 061 ttccagaaat accctcaatg atctcctgaa 
3121 agccatcatg ggagacatcc agatggcaca 
3181 gatgtctgag gtcccaccta aagtccctaa 
3241 aactctcccc agaaatagcc caaccaagcg 
3301 aatgacttct ctggaaagac aaagaggtta 
3361 atctgctatg cctaaaaact taaactcacc 
3421 tatgaaccgt ggaggatata tgcccacccc 
3481 aacaccagtg agtgttcatc tgcagccttc 
3541 tggcactctt cctaggacgg gactaaagag 
3601 aaagccttcc tttgttcctc aaaccccatc 
3661 ggcctcaagt gtgctattcc catgtggctt 
3721 ttgtaagggt accttaaaac aagagactcg 
3781 gaaactcttt ctaactttgg caacatcaga 
3841 ttctgtgtac ttgcctgaaa acaaaggaag 
3901 gctaaagaga tgtgtagctc acaggggcta 

3 961 ctcagaagaa tctgtgaaca aatacttgaa 
4021 tggtcttccc attaaatgtg aacattttaa 
4081 aatgtcaaaa aaaagatggt aatatctcaa 
4141 tgctaaaaat tcaatctttg acccaagctg 
4201 ttcatgccac caacaaactt gttgtgtgtg 
4261 tgtgtgttct gtacccacta ggatttgttt 
4321 agttgtttac attaagcatg accgaacgag 
4381 gggttcagct ttgaaagagg aatagaatcg 
4441 ttacttatgt ggtacccaat gccagaatgt 
4501 cattaaaact tgtattccag tcttgccagc 
4561 ttgatttatt ttccagtatt cagtagtaaa 
4621 agtcactcta tttaaccttg gacacactaa 
4681 ccccccccaa tagtaaaatt tctcctcctt 
4741 aaaaaacaaa caaacaaaca aaaatagaag 
4801 attggcttaa cagaaacagt ctgtaaaaac 
4861 tgtgttatgt gagaattttc tcctaagtca 

4 921 acatgtgagt ttacctgaat ctgtgcattt 
4981 ctaaaatctg tcaagtgttt tcagtatagc 
5041 tttttcaacc agcacctaaa aagactcttt 
5101 ttatttgtta cataatccga cctcatagca 



tttcccggat gaaactctgt cattcatcaa 
acccattgcc gatgagccct ggttcacaaa 
ctcagtggac cattcagccg gaccctacca 
agctggcatg gtacttaaag ttctggcaaa 
attactggaa gagattgaag cctacaacca 
caaaaaggtc atctcattac agttggataa 
tagctgcatt atccgcatcc ccctcagtcg 
ttgtattgca tctcgtgacc cgtattgtgg 
gaccccaggg atgcttgctg aaggatatga 
tctaggggac tgccatgaaa ttttgcctac 
cggtccaaca tctgacatgg aggtatcttc 
agaaatcaca cctaaagtga ttgatacctg 
tgtagttcaa gatgatccaa acacttctga 
gggtgtacga tgggaagtcc agtctggaga 
catcacctgt gtctttgctg cttttgtttt 
ctgctatcga gacatgtttg ttcggaaaaa 
ccagtcatgc acagactcca gtggaagttt 
tgtcaaggaa taccaacaga atattgattc 
tcggaaagag ctaccaccca atggagatac 
acctccagag ttggctgctc ttcctactcc 
cctgcaggcc atgaagagcc actcagaaaa 
aacccctcag ttttttccgt ctagtccgcc 
ccccagtgcc attgttcttc caaatgctac 
caatgctcac aaagctgaaa agaagcttca 
cagtaagaga gatcaccggc gttctgttga 
gcatctgaat gacccaaata gtaaccccaa 
ccagaactta atgctggatc ccatgggatc 
ccgggaggca tcgctatact cccctccttc 
agtggatgtc cccaccactc ctggagtccc 
tcacaaaaat tcctcccaga ggcactctat 
aaatggtgtt ttgttatcca gacagcctag 
cactggggcg aaggtggact atattcaggg 
cctctccaga cagagcagct acaccagtaa 
gacgccgtcc ttaaaacctg acgtgccacc 
tgtcagacca ctgaacaaat acacatacta 
tatcctgtcc gtgttgttga gaggatgatg 
cttgtatttt aagagaacca agtggccaaa 
acttgccaca tgtagctact gcagcaaggc 
gtgctggtca ttccatttct tttgtttgaa 
ccttaccagt ataaagagct gataacagta 
aatgggttca atgtagactg ccattatgtg 
tatgtatgca ttcaccttgc ctcttgcaca 
agaaatgaac ttgtagatta ccaagcagtt 
tagcattttt ttttcatgtg tggcatcttt 
tgcgtgtgtg tgtgtgtgtg tgtgtgtgtg 
aggtgcccat tgcatctttt tgtgctatgg 
agacaatact atttcccaca ggagtccatt 
aggctccttt gaccatcaaa atgatgaact 
aagagttgca agtgattttg tgctgctatt 
ttaaggagat caagatatta agaggtatcc 
attttcctgt ccactgtgaa tcaaagcctg 
taaggtttta ttttgattgt gttcgtttcc 
taactcctcc taccccccaa ggtaagaaac 
acaaaagaaa gacatatgaa aggaattgta 
ctaacagtgg tgcaatcatg ttgtctgtgt 
tgcaggtaat gacaatatac tgtaaatacc 
tgtgccttat tcatgagaat gatagaagta 
acattattta ctgagtgcca gttgtaaatg 
tcaaaaaatc acagaaacaa cctaggacaa 
gcattacatt ctttgccgtg ataaacattc 
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5161 cactcctgct ttcctaagga tgaaacagtg ataatgtgaa ctcaaatgag gtttcctggg 
5221 taatgtgaca cctgcagaaa ctatagagcg tcatttatac gtagtttggc agaaaccact 
5281 tacggctgat gatgcgcaac cctgctgact gtttcagtta atatgctgca caccacacac 
5341 ttgtttagtg aaccaaatct agaaagtacc aaggcagagg tatgctcctg ctgtaatcag 
54 01 gcaaatgagt tcaactggat ttcttttgac aatactgttg gtacctatta cttgggggag 
5461 gacatgttgc agaagaccag atcattttta tacagaatgt gaaatactga tacagttatt 
5521 ctttttttta aagaacattg ttttataaag aacgtgattt ccagtgatct ctggaagcgc 
5581 taaagctaaa atttctgttc ttgaaacact tcagctttgc aactaaaata ttacagatta 
5641 ataataaatt aaaccaacca atgataaaca ctactcagtc caccaacaac aaacgtgttt 
5701 gaattcacct taccaatatt aatcccagcg tgtgtaaaac agaacagtaa ctctatgtga 
5761 ccccagataa cattttgtaa cattgtgctt ccttgtagtt tgtaatgtga gttcaatcag 
5821 tatttatgtt gaaatttcta acattaaatc tagtctctat cctgttaatt taatttttaa 
5881 atgctttatc catttgtgca aaggtaaacg cagattgtat cttttttaat ggtacggcat 
5941 aaaaagtaac cctcaagtga agtgtctcta tactgtttta tagagtactt taacatgaat 
6001 agataccttg taaacttgta ttgtggatgt gtaaataata tgtactttgg gtttttaaca 
6061 ccgcatgtaa agtcaaaata aaatatacaa atcattataa aaaaaaaaa 
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